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1645 



I 



DATE 
TIME 



03/27/2002^»4? 



13:54:23 



3 <110> 
4 

6 <120> 
7 

9 <130> 

11 <140> 

12 <141> 

14 <150> 

15 <151> 
17 <160> 
19 <170> 

21 <210> 

22 <211> 

23 <212> 

24 <213> 

26 <220> 

27 <223> 
28 

30 <220> 

31 <221> 

32 <222> 

33 <223> 

35 <220> 

36 <221> 

37 <222> 

38 <223> 

40 <220> 

41 <221> 

42 <222> 

43 <223> 

45 <220> 

46 <221> 

47 <222> 

48 <223> 

50 <220> 

51 <221> 

52 <222> 

53 <223> 

55 <220> 

56 <221> 

57 <222> 

58 <223> 
60 <220> 




RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/955,502 

Input Set : A:\Uw975591.app 

Output Set: N:\CRF3\03272002\I955502 .raw 

APPLICANT: Downs, Diana M. 
Gralnick, Jeff A. 

TITLE OF INVENTION: Method for Preventing Superoxide Damage to Cells and 
Oxygen-Labile Proteins 
FILE REFERENCE: 960296.97559 
CURRENT APPLICATION NUMBER: 09/955,502 
CURRENT FILING DATE: 2001-09-18 
PRIOR APPLICATION NUMBER: 60/234,588 
PRIOR FILING DATE: 2000-09-22 
NUMBER OF SEQ ID NOS : 33 
SOFTWARE: Patentin Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 65 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence : YggX consensus 
sequence 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (2) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (4) . . (6) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (8) . . (22) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (24) . . (26) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (28) . . (38) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 

NAME/KEY: UNSURE 
LOCATION: (40) . . (41) 

OTHER INFORMATION: can be any amino acid 
FEATURE : 
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a 1 
dx 




NAME/KEY: UNSURE 












0 z 


v^Z Z 


LOCATION: (43) . . (45) 










0 o 


<.Z Z J> 


OTHER INFORMATION: 


can 




any 


aiuj.no 


aOXQ 


D D 


^0 O PI'S. 


FEATURE : 












D D , 


<Z Z L> 


NAME/KEY: UNSURE 












D / 


v^Z Z Z->^ 


LOCATION: (48) 












D O 


<Z ^ 0> 


OTHER INFORMATION: 


can 




a XT 

ally 


alllXIlU 


av^XU 


1 u 


<z z U> 


FEATURE : 












/ 1 


<zzX> 


NAME/KEY: UNSURE 












7 0 


V.Z Z Z^ 


LOCATION: (50) 












/ 5 


<Z Z J> 


OTHER INFORMATION: 


can 


De 


any 


aiLiino 


aciu 


/ D 


<zzU> 


FEATURE : 












76 


<221> 


NAME/KEY: UNSURE 












77 


<222> 


LOCATION: (53) . . (54) 










78 


<223> 


OTHER INFORMATION: 


can 


be 


any 


amino 


acid 


80 


<220> 


FEATURE : 












81 


<221> 


NAME/KEY: UNSURE 












82 


<222> 


LOCATION: (56) . . (62) 










83 


<223> 


OTHER INFORMATION: 


can 


be 


any 


amino 


acid 


85 


<220> 


FEATURE : 












86 


<221> 


NAME/KEY: UNSURE 












87 


<222> 


LOCATION: (64) . . (65) 










88 


<223> 


OTHER INFORMATION: 


can 


be 


any 


amino 


acid 


90 


<400> 


SEQUENCE: 1 













W--> 91 Met Xaa Arg Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

92 1 5 10 15 

W--> 94 Xaa Xaa Xaa Xaa Xaa Xaa Pro Xaa Xaa Xaa Gly Xaa Xaa Xaa Xaa Xaa 

95 20 25 30 

W--> 97 Xaa Xaa Xaa Xaa Xaa Xaa Trp Xaa Xaa Trp Xaa Xaa Xaa Gin Thr Xaa 

98 35 40 45 

W--> 100 Leu Xaa Asn Glu Xaa Xaa Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa 

101 50 55 60 

W--> 103 Xaa 

104 65 

107 <210> SEQ ID NO: 2 

108 <211> LENGTH: 87 

109 <212> TYPE: PRT 

110 <213> ORGANISM: Bordetella pertussis 
112 <400> SEQUENCE: 2 



113 


Met 


Ser 


Arg 


He 


Val 


Asn 


Cys 


Val 


Lys 


Leu 


Lys 


Arg 


Glu 


Ala 


Glu 


Gly 


114 


1 








5 










10 










15 




116 


Leu 


Asp 


Phe 


Pro 


Pro 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly 


Thr 


Arg 


He 


Trp 


Gin 


117 








20 










25 










30 






119 


Gin 


He 


Ser 


Lys 


Glu 


Ala 


Trp 


Glu 


Glu 


Trp 


Lys 


Gin 


He 


Gin 


Thr 


Arg 


120 






35 










40 










45 








122 


Leu 


Val 


Asn 


Glu 


Asn 


Arg 


Leu 


Asn 


Leu 


Ala 


Asp 


Ala 


Arg 


Ala 


Arg 


Lys 


123 




50 










55 










60 










125 


Tyr 


Leu 


Gin 


Gin 


Gin 


Met 


Glu 


Arg 


Phe 


Leu 


Phe 


Glu 


Asp 


Gly 


Thr 


Val 


126 


65 










70 










75 










80 
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1 9 R 
X z o 


Glu 


Ala 


Gin 


Gly 


Tyr 


Val 


Pro 




















1 OQ 










85 


























<210> SEQ ID NO: 


3 
























X J J 


<211> LENGTH: 87 


























<212> TYPE: 


PRT 




























<213> ORGANISM: 


Bordetella parapertussis 












1 "^7 


<400> SEQUENCE: 


3 
























1 '^fl 
X-jO 


Met 


Ser 


Arg 


He 


Val 


Asn 


Cys 


Val 


Lys 


Leu 


Lys 


AX ^ 


oXu 


Axa 


VjXU 


oxy 




1 








5 










10 










X D 




1 A 1 


Leu 


Asp 


Phe 


Pro 


Pro 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly 


T* V» T* 


tixy 


X xe 


irp 


Pin 

uxn 










20 










25 
















1 AA 
X4 ft 


Gin 


He 


Ser 


Lys 


Glu 


Ala 


Trp 


Glu 


Glu 


Trp 


Lys 


oxn 


j-±e 


uxn 


rp -r* 

1 nx 


Axy 


IAS 
X *z ^ 






35 










40 










A R 








1 A 7 
X** / 


Leu 


Val 


Asn 


Glu 


Asn 


Arg 


Leu 


Asn 


Leu 


Ala 


Asp 


Ala 


*\xg 


rVXd 


r\x ^ 


Xiy o 


1 A R 
X4 0 




50 










55 




















1 SD 
X ^ u 


Tyr 


Leu 


Gin 


Gin 


Gin 


Met 


Glu 


Arg 


Phe 


Leu 


Phe 


m n 

Vj X u. 




VjX jr 


X iiX 


V a X 


X ^ X 


65 










70 










75 










0 \J 


A. ,J J 


Glu 


Ala 


Gin 


Gly 


Tyr 


Val 


Pro 




















1 t^A 
X J ft 










85 
























1 S7 

X J / 


<210> SEQ ID NO: 


4 
























1 "^R 
X J 0 


<211> LENGTH: 86 
























1 =^Q 
X 3 ^ 


<212> TYPE: 


PRT 


























± D u 


<213> ORGANISM: 


Bordetella bronchiseptica 












X 0 z 


<400> SEQUENCE: 


4 


























Met 


Ser 


Arg 


He 


Val 


Asn 


Cys 


Val 


Lys 


Leu 


Lys 


Arg 


VjXU 


Ala 

Axa 


LjIU 


P 1 T7 

uiy 


1 (^A 
±0** 


1 








5 










10 










1 ^ 
1 D 




XD D 


Leu 


Asp 


Phe 


Pro 


Pro 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly 


inr 


Arg 


lie 


Trp 


bin 


1 7 








20 










25 
















1 fiQ 
X D J 


Gin 


He 


Ser 


Lys 


Glu 


Ala 


Trp 


Glu 


Glu 


Trp 


Lys 


Gin 


He 


Gin 


T V> T* 

1 ILL 


nX g 


1 7 n 

X / VJ 






35 










40 










45 








17 9 
X / z 


Leu 


Val 


Asn 


Glu 


Asn 


Arg 


Leu 


Asn 


Leu 


Ala 


Asp 


Ala 


Arg 


Ala 


A ITTT 

/\xy 


j-jys 


17 7 
X / ^ 




50 










55 










60 










1 7 S 

X / J 


Tyr 


Leu 


Gin 


Gin 


Gin 


Met 


Glu 


Arg 


Phe 


Leu 


Phe 


Glu 


Asp 


Gly 


V» T* 


V d X 


1 7 
X / D 


65 










70 










75 












1 7 R 
X / o 


Glu 


Ala 


Gin 


Gly Val 


Pro 






















1 7 Q 










85 
























1 R9 
X o z 


<210> SEQ ID NO: 


5 
























183 


<211> LENGTH: 91 
























184 


<212> TYPE: 


PRT 


























185 


<213> ORGANISM: 


Actinobacillus actinomycetemcomitans 






187 


<400> SEQUENCE: 


5 
























188 


Met 


Ala 


Arg 


Met 


Val 


Phe 


Cys 


Glu 


Arg 


Leu 


Lys 


Gin 


Glu 


Ala 


Glu 


Gly 


189 


1 








5 










10 










15 




191 


Leu 


Asp 


Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly Lys 


Arg 


He 


Phe 


Asp 


192 








20 










25 










30 






194 


Ser 


He 


Ser 


Lys 


Gin 


Ala 


Trp 


Gly 


Glu 


Trp 


Met 


Lys 


Lys 


Gin 


Thr 


Met 


195 






35 










40 










45 








197 


Leu 


Val 


Asn 


Glu 


Lys 


Lys 


Leu 


Asn 


Met 


Met 


Asn 


Ala 


Glu 


His 


Arg 


Lys 


198 




50 










55 










60 
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^ u u 


Leu Leu Glu 


Gin 


Glu 


Met 


Val 


Asn 


Phe 


Leu 


DVto 


V7XU. 


oxy 


jLiy o 




Vp» 1 
V d X 




65 






70 




















Qfi 
OU 


Z U J 


His He Glu Gly 


Tyr 


Thr 


Pro 


Pro 


Glu 


Ala 


T \7 e 


















85 










90 














o n T 


<210> SEQ ID NO: 


6 
























o n Q 


<211> LENGTH: 87 
























o n Q 
z u y 


<212> TYPE: 


PRT 




























<213> ORGANISM: 


Pasteurella 


multocida 
















<400> SEQUENCE: 


6 
























oil 

Z X J 


Met Ala Arg 


Thr 


Val 


Phe 


Cys 


Glu 


Tyr 


Leu 


jjys 


oxn 


Pin 

uxu 


O 


Pin 
VjXU 


P 1 ir 

bxy 




1 




5 










10 










1 ^ 
X 0 




z X 0 


Leu Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu 


Leu 


\jxy 


Xjys 


Arg 


X xe 


fne 


ASp 


zX / 




20 










25 










o u 






OT Q 
z X r 


Ser He Ser 


Lys 


Gin 


Ala 


Trp 


Arg 


Glu 


Trp 


rie u 


XjyS 


Xiy s 


Pin 


rp Vi w 

X nr 


ne L. 


0 0 n 
z z u 


35 










40 










*± J 








"5 9 0 

z z z 


Leu Val Asn 


Glu 


Lys 


Lys 


Leu 


Asn 


Met 


Met 


A e "n 


r\Xa 




rixo 


nX g 


Pin 


O O "3 


50 








55 




















0 0 *^ 
z z ^ 


Leu Leu Glu 


Gin 


Glu 


Met 


Val 


Asn 


Phe 


Leu 


DVto 


m n 


vjxy 


Xiy o 


nop 


Mt^ 1 
V d X 


ZZ D 


65 






70 










7 ^ 












0 0 Q 
Z Z O 


His He Glu 


Gly 


Tyr 


Val 


Pro 




















O O Q 
ZZy 






85 
























O "3 O 
Z J z 


<210> SEQ ID NO: 


7 
























O "3 Q 
Z JO 


<211> LENGTH: 87 
























z o4 


<212> TYPE; 


PRT 


























O O R 
Z J D 


<213> ORGANISM: 


Haemophilus 


influenzae 














O "3 "7 

Zj I 


<400> SEQUENCE: 


7 
























O "3 O 

z Jo 


Met Ala Arg 


Thr 


Val 


Phe 


Cys 


Glu 


Tyr 


Leu 


Lys 


Lys 


Glu 


TV T •a 

Axa 


(jlU 


biy 


O "3 Q 

z 


1 




5 










10 










X J 




z4X 


Leu Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu 


Leu 


(jXy 


Lys 


Arg 


xxe 


n Vi 

fne 


Asp 


Z4 Z 




20 










25 










o U 






OA A 
Z 4 4 


Ser Val Ser 


Lys 


Gin 


Ala 


Trp 


Gly 


Glu 


Trp 


xxe 


T T TO 

Xiys 


juyfa 


Pin 


rp -y. 

1 nx 


we L. 


Z 4 0 


35 










40 


















OA 7 
Z4 / 


Leu Val Asn 


Glu 


Lys 


Lys 


Leu 


Asn 


Met 


Met 


o 1^ 


AXa 


Pin 
oXU 


rlXS 


Hrg 


Xjys 


O y1 Q 
Z 4 O 


50 








55 










DU 










Z O U 


Leu Leu Glu 


Gin 


Glu 


Met 


Val 


Asn 


Phe 


Leu 


Fne 


VjXU 


Vjxy 


Xiys 




vax 


O 1 
Z DX 


65 






70 










7 












0 E> "3 
Z Z> 0 


His He Glu 


Gly 


Tyr 


Val 


Pro 




















254 






85 
























257 


<210> SEQ ID NO: 


8 
























258 


<211> LENGTH: 87 
























259 


<212> TYPE: 


PRT 


























260 


<213> ORGANISM: 


Haemophilus 


ducreyi 
















262 


<400> SEQUENCE: 


8 
























263 


Met Ala Arg 


Met 


Val 


Phe 


Cys 


Glu 


Tyr 


Leu 


Lys 


Lys 


Glu 


Ala 


Glu 


Gly 


264 


1 




5 










10 










15 




266 


Leu Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu. 


Leu 


Gly 


Lys 


Arg 


He 


Phe 


Asn 


267 




20 










25 










30 






269 


Ser He Ser 


Lys 


Gin 


Ala 


Trp 


Ala 


Glu 


Trp 


He 


Lys 


Lys 


Gin 


Thr 


Met 


270 


35 










40 










45 
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O 7 O 


Leu Val Asn 


Glu 


Lys 


Lys 


Leu 


Asn 


Met 


Met 


Asn 


fx o 


V7XU. 


nxb 


AX g 


vjXIl 


on "i 
Z / O 


50 








55 




















Z / D 


Leu Leu Glu 


Ala 


Glu 


Met 


Val 


Asn 


Phe 


Leu 


Phe 


o X tl 


kjxy 


Xiy o 


A CT^ 


V cL X 


one 


65 






70 










75 










ft n 
ou 


0 7 0 

z / o 


His lie Asp 


Gly 


Tyr 


Val 


Pro 




















on Q 






85 
























0 ft 0 

z o z 


<210> SEQ ID NO: 


9 
























O CJ Q 

zoo 


<211> LENGTH: 88 
























Z o4 


<212> TYPE: 


PRT 


























O Q 

z 


<213> ORGANISM: 


Shewanella putref asciens 












O Q 7 
Z O / 


<400> SEQUENCE: 


9 
























O Q Q 
ZOO 


Met Ala Arg 


Thr 


Val 


Asn 


Cys 


Val 


Xl J- O 


J_J ~ Li. 


noil 


Lys 


iaXU 


Axa 


ASp 


ij±y 


O Q Q 

^ 0 y 


1 




5 










1 0 










1 ^ 
X D 




Zy± 


Leu Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


no ^ 


J_JC LI 




jjys 


Arg 


ixe 


irne 


ASp 


OQO 
Z 7 z 




20 










Z ■J 
















0 Q A 

z y 4 


Asn lie Ser 


Lys 


Glu 


Ala 


Trp 


Gly 




irp 


m n 


T TfO 

Xtys 


Xiys 


oxn 


T" V» "T* 

1 iir 


ixie L. 


0 Q ^ 
z y O 


35 










40 










4 D 








0 Q 7 
Z i7 / 


Leu lie Asn 


Glu 


Lys 


Lys 


Leu 


Asn 








V ClX 




A G n 


AX g 


Xjy o 


O Q Q 
z y O 


50 








55 










D u 










Q n n 
J u u 


Phe Leu Glu 


Ala 


Gin 


Met 


Thr 


Ser 








uxu 


oxy 


T \T o 

Xiyb 


Afap 


VaX 




65 






70 










7 R 

/ J 










Q n 
oU 


"a fi Q 
J U J 


Glu lie Glu 


Gly 


Phe 


Val 


Pro 


Glu 


















'a A >i 
J U4 






85 
























Q A 7 

o U / 


<210> SEQ ID NO: 


10 
























O A O 

jOo 


<211> LENGTH: 90 
























O A Q 


<212> TYPE: 


PRT 


























OTA 


<213> ORGANISM: 


Vibrio cholerae 


















J Iz 


<400> SEQUENCE: 


10 
























J 1 J 


Met Ala Arg 


Thr 


Val 


Phe 


Cys 


Thr 


Arg 


Leu 


Gin 


Lys 


blU 


Ala 


ASp 


(jXy 


J 14 


1 




5 










10 
















Leu Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly 


Lys 


Arg 


i±e 


■pv "U 

pne 


Asp 


"3 17 
J 1 / 




20 










25 










J u 






J ±y 


Asn lie Cys 


Lys 


Glu 


Ala 


Trp 


Ala 


Gin 


Trp 


Gin 


Thr 


jjys 


Cjxn 


JTI V% 

1 nr 


MeT- 


"5 0 0 

J z u 


35 










40 


















TOO 

J z z 


Leu lie Asn 


Glu 


Lys 


Lys 


Leu 


Asn 


Met 


Met 


Asp 


Pro 


UXU 


nxS 


TV v*/^ 

Arg 


jjys 




50 








55 










60 










J z u 


Leu Leu Glu 


Gin 


Glu 


Met 


Val 


Asn 


Phe 


Leu 


Phe 


Glu 


uxy 


Xiys 


Pin 
uXU 


vax 


326 


65 






70 










75 










80 


328 


His He Glu 


Gly 


Tyr 


Thr 


Pro 


Pro 


Ala 


Lys 














329 






85 










90 














332 


<210> SEQ ID NO: 


11 
























333 


<211> LENGTH: 91 
























334 


<212> TYPE: 


PRT 


























335 


<213> ORGANISM: 


Escherichia 


coli K-: 


12 MG1655 










337 


<400> SEQUENCE: 


11 
























338 


Met Ser Arg 


Thr 


He 


Phe 


Cys 


Thr 


Phe 


Leu 


Gin 


Arg 


Glu 


Ala 


Glu 


Gly 


339 


1 




5 










10 










15 




341 


Gin Asp Phe 


Gin 


Leu 


Tyr 


Pro 


Gly 


Glu 


Leu 


Gly 


Lys 


Arg 


He 


Tyr 


Asn 


342 




20 










25 










30 
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Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; Xaa Pes. 2,4,5,6,8,9,10,11,12,13,14,15,16,17,18,19,20,21,22,24,25 
Seq#:l; Xaa Pes. 26,28,29,30,31,32,33,34,35,36,37,38,40,41,43,44,45,48,50 
Seq#:l; Xaa Pes . 53,54,56,57,58,59,60,61,62,64,65 
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L:91 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos . : 0 
L:94 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:16 
L:97 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:32 
L:100 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:48 
L:103 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:64 
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